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Functional analysis of Auxin in Morphogenesis of Arabidopsis
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It is well known that Auxin should regulate the plant morphogenesis, whereas, its detailed

mechanisms is still unclear. Here we show the method how to analyze the auxin function in
morphogenesis. We use GAL4-UAS system to analyze it, and we produced the UAS-GFP, UAS-

IAAH transgenic pIaflts. We further performed enhancer trap screening using GAL4-VP16

construct, We produced 121 transgenic lines, and we can analyze the auxin function in plant

morphogenesis using these lines.
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Figure 1. Phenotype of 358:1AAH transgenic
plants. A; without NAM B; including 100uM
NAM.
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Figure 2. GFP expression pattern of enhancer
trap lines using GAL4-VP16 and UAS-GFP,
UAS-IAAH lines. A; line No. 12A5 has an
expression at the root tip. B; line No. 35B9 has
an expression of cortex of root. C; line No.
21C2 has an expression at cortex of hypocotyl.
D; line No. 1D32 has an expression at vascular
11A4 has an

expression at restricted cortex cells at the base

lissue of root. E; line No.

of an cotyledone. F; line No. 2A1 has an

expression at the tip of cotyledone.
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