-

HEREEIREIM SRR EE, 23(2000)

MFEE T mRNA &4 LT3 EEHE DM

Functional analysis of cytoplasmic mRNP proteins.
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A large body of evidence has revealed that RNA binding proteins are involved in many

aspects of gene expression.

In the cytoplasm of eukaryotic cells mRNA is associated

with mRNA binding proteins to form cytoplasmic mRNP (messenger ribonucleoprotein

particles).

In this study we analyzed the functions of mRNP proteins and tried to

isolate novel mRNA binding proteins localized in the cytoplasm. We found that in
frog Xenopus facvis oocytes FRGY2 and a novel 20 kDa RNA binding protein are

cytoplasmic major RNA binding proteins.
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