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Studies on diversification of group I introns within the fungi
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A Youngia japonica (Onitabirako) strain had a group I intron that was suggested to have been
transferred from Protomyces inouyei, a pathogenic fungus of ¥, japonica. It was located in the
miraculin homologue coding gene by reverse complementation. The deduced amino acid sequence
of this miraculin homologue of ¥, japonica was similar to the amino acid sequences of tobacco and
tomato pathogenesis-related proteins. | infected the intron-free ¥ japonica with P. inouyei. Then we
found a gall produced. However, the intron was not transferred from P. fnouyei to the miraculin
homologue gene of ¥, japonica. 1 need further study to measure the frequency of the horizontal
intron transfer and find whether it happens at the DNA or RNA level. On the other hand, the
endonuclease activity was not detected in the ORF product encoded in P, pachydermus group |

intron.
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Figure 1. Phylogenetic relationships among

proteins  belonging to  the  soybean

trypsin-inhibitor family.
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