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To study the checkpoint control of meiosis and DNA repair process, an
ATM-like gene Ce-atl-1 and a recA-like gene Ce-rdh-1 were isolated and were

characterized in the Caenorhabditis elegans.

The results of repression of

each gene by RNA interference indicated that Ce-atl-1 was essential for cell
cycle controls of meiosis and mitosis, and Ce-rdh-1 involved in meiotic
recombination was essential for meiotic progression.
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