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Characterization of rat ovarian matrix metalloproteinases
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Instructor, Div. of Biological Sciences,
Hokkaido Univ., Junji OHNISHI

To study the role of matrix metalloproteinases (MMPs) in the process
of mammalian ovulation, we cloned cDNAs for six different MMPs
(collagenase |, gelatinase A, stromelysin-1, matrilysin, macrophage-type
metalloelastase and unidetified one) from PMSG/hCG-primed immature
female rat ovaries by the reverse transcription-PCR and described here a
novel MMP tentatively named MIFR (metalloproteinase in the female
reproductive tracts). From the analysis of its predicted amino acid
sequence suggested that the structure of MIFR was somewhat unigque in
comparision with other MMPs at several points: the first, MIFR does not
contain the consensus region so called as cystein swith domain , the
second, it lacks the hemopexin-like domain at the carboxyl terminal ltike
matrilysin. Rat MIFR has 391 amino acids including a putative siglal
sequence of 39 residues. At the carboxyl-terminal end of the propeptide,
rat MIFR has an RRRR motif, a putative cleavage site for intracellular
activation by Kex- 2-like proteinase furin. Northern blot analysis and the
RNase protection assay reveals that its exprsseion is exclusively limited
to the femal reproductive organs including ovary and uterus, MIFR mRNA is
constantly expressed in the ovary during the ovulation processes although
in uterus its expression is dramatically changed, suggesting that MIFR play
an important roles in the female reproductive organs during the ovulating
processes.
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