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DSB intiation requires many genes (at least 10 genes), Mrell, Rad50, Xrs2, Spoll, Mer2,
Mre2, Mekl/Mred, Meid, Recl02, Rec104 and Reclld, We thought that it was important to
identify the DSB introducing protein(s) in order 1o characierize the mechanisms of DSB
formation

Recently it has been shown that Spoll protein binds o DSB site, but it was less clear
whether Spol1 protein has DSB activity. And recerntly, it has been shown that Mrell was
homologous to E. coli SbeD which has an ATP-independent single-stranded DNA
endonuclease aclivity and further SbeC/SheD protein complex has an ATP-dependent double-
stranded DNA exonuclease activity.

We therefore focused to Mrell protein and thought 1o characterize it. Our expreimental
stratagy was lo gather over-expressed flag-tagged Mrell in yeast cells.

Then, the purified Mrell protein complex have been assayed for nuclease activities.
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