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Molecular Communication between Protease and Protease Inhibitor in Sireptomyces
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Most of the microbial extracellular inhibitory proteins discovered so far have been
isolated from Streptomyces and classified as members of the Streptomyces subtilisin
inhibitor (SS1) family (termed SIL) on the basis of their common structure and protease
inhibitory specificity. Comparative studies on the primary structures and inhibitory
properties of the isolated SIL proteins revealed strong correlation between the reactive
center region of inhibitors and inhibition specificities toward target proteases (termed SAL).
From the findings obtained in this study, | have been establishing the concept that
protease inhibitors such as SlLs may regulate endogenous extraceltular proteolytic

activities of SAL proteases by binding to and inactivating these proteases.
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