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Differential cloning of rearranged DNA in the brain from discrimination learning

performed rat
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To investigate the possibility of DNA rearrangement in forming learning and

memory, we applied a novel and highly efficient method which is termed IGCR (in-

gel competitive reassociation} to clone altered DNA fragment in the brain from

discrimination learning performed rat. The method is based on subtractive

reassociation in gel between target DNA fragments and large excess of reference

DNA fragments. After third round IGCR, the third round subtracted library was

constructed and several clones were obtained. Southern blot hybridization is in

progress to examine differential expression of these clones.
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