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To determine whether communication pathways exist between parasite and host, we analyzed the
genomes of several parasites and their chromosomal DNA. For our initial studies, we used
schistosomes, Trypanosoma cruzi and Entamoeba histolytica. We employed modifications of the
following techniques: 1) pulse field gel electrophoresis (PFGE) for the isolation of chromosomes and
chromosomal DNA; 2) yeast artificial chromosome vector (YAC vector) for the cloning of large-sized
DNA fragments; 3) expressed sequence tags (EST) to characterize chromosomal DNA; and 4)
chiromosomal in situ suppression hybridization (CISS) to identify genomic and chromosomal
structures. Our results clearly showed that some of the parasites, especially Schistosoma mansoni
and Trypanosoma cruzi, have DNA sequences encoding communicative substances in their
genomes. These substances are envisioned as targets for the control of parasilic disea ses. In order
{0 control tropical parasitic diseases at this moment, however, the importance of anthropological
approaches are shown based on our field studies in Kenya and Guatemala.
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