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Rice dwarf virus {RDV), transmitted by leafhopper, occurrs in rice plants in Asia including
Japan, Korea and China. RDV-infected plants show dwarf symptoms with white specks on foliage.
RDV is a menber of the Phytoreovirus genus, one of the six genera making up the family
Reoviridae. RDV is characterized by the following properties: 1) RDV has a genome composed of
l12-segmented double-stranded {ds) RNAs (S1-512 termed in increasing order of electrophoretic
mobility in acrylamide gel, 2) virus core particles contain the transcriptase which catalyze the
synthesis of viral mRNA from the genomic RNA., We have recently analysed the nucleotide
sequences of all the segments but S2, and then established the genome-product assignment.
Furthermore, the largest segment, S1, of RDV has been shown to encode the key enzyme of the
transcriptase.

In the present study, we attempt to design a ribezyme which digests the S1 mRNA and

introduce it into rice plant in order to protect against RDV.
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