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Developmental regulation of gene expression in schistosomes
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We have studied the gene expression, especially of the oncoproteins, and its regulation in
schistosomes. Schistosomes have a complex life cycle with a defined dimorphic lifestyle. The
parasite are so far unique in biology in expressing oncogene products in their adult stage. In order
to characterize the expression and developmental regulation, a lambda gtll ¢cDNA library and
lambda EMBL4 genomic DNA library of each growth stage of Schistosoma maensoni and S,
Japonicum was constructed, and was screened with various probes, and monoclonal antibodies
against oncogene products. The results obtained were as follows: {1} one protein was cahract-
erized which reacted to anti-p53 antibody (Ab-2, Oncogene Science, Inc.). This protein was about
70 KDa in molecular weights, and expressed as L4 Kb RNA in the adult stage. The gene contained
DNA-protein binding site with zinc finger domain in 5" region, and had a significant homology
with sex-hormone receptor in 3"/ region. P53 gene is well-known as the negative regulator of the
cell cycle, and the mufations in the gene are turning out to be the most common genetic
alterations in human cancers. {2) schistosomes had different rRNA population among species and
strains, which might be responsible for the diversity of pthogenesity among them. (3) Chromo-
some structures, C-band formation, and the results of in situ hybridization were performed. These
characteristics also differed among species and strains, and chimera formation could be hardly
observed in any chromosomes from schistosoma japonisum. We suppose that the biological and
biophysical characterization of each factor, one by one, is the fastest way to understand evolu.
tional adaptation mechanism of parasites as well as general cell biology of parasitism.
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