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Abst r act

Unlike ubiquitin, the ubiquitin-related protein modifier SUMO-1 and its
buddi ng yeast honologue Snt3p have been shown to be nore inportant for
posttransl ati onal protein nodification than for protein degradation. W have
shown that fission yeast SUMO-1 is required for a number of nuclear events
i ncluding the control of telomere | ength and chronpsone segregation.

To understand the nechanisnms of regulation by sunoylation, we purified
SUMO- pr ot ei n conj ugat es by TAP net hod and i dentified the proteins by MudPI T nass
spectrometric anal ysis. W found the pepti de nasses t hat mat ched t hose of tryptic
fragments predi ctedfor the gene products of topl, top2, and clr6 (HDAC1 honol og)
and coul d confirmthe SUMO dependent nodified formof Top2 and Clr6 proteins,
so far. Now we are trying to characterize the sunobylation sites and the
physi ol ogi cal roles of sunpylation for Top2 and Clr6 proteins.
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